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FERREARNEEZ—HFHENRTE (SBENFZE)

1 SeE

ASCAFRE T RERR R BT A% = — A A & (RRB B MERESR . i85k, %
AV B, sfmA 7.

AT TSR Y e e M 3 [ I AT N TR 2 75 AR G R AR B AR . K B R
S BRI DN AT DA S e i AR 2 g B S50 A 1) P R BN BT — AR N Bl &, g B R 4Ly
$E . SO RGRIA 7y, WAL Rl I R . AR AE N B AR S — A IR S N AN S A
S PG s o 3 1 A A IO v R PN o ARG T el R P T
W2 20 VAL R AT 3 R > R R IR RN AT S AR AR BE AR L IR A0 . e (ot S5 BRI — R AR
iEneili

ARSAE AN 1E T 2 DRI Ry A B o -0 P S A R e, AN T ot A i PRGN

2 HEMSIRAxH

N HUSC A A P S S S RS TR A A A A AN ] 2 IR AR s e HR, v H I 51 SO,
3% H W6 B I RRATE F T A S s ANy H AR 5 S, HBophoAs CEEFTA MBS &M T4
A

GB/T 191 G fiia s

GB/T 29791. 2 fRAMZWIRST 2R RHE R IRALIIE S (hion)  ZR2305r: T L FAARAIME ik 57

GB/T 30989—2014 =y & J K 7 R AR MRS

YY/T 1657—2019 ARAGHE N AT G R SRR ARRG AT & G )

3 ARIBRMENX
NHARNE R SGE R T A
3.1

BENBILEAIEEE(EAN preimplantation genetic testing for aneuploidies
FE R RARE N B fias 6 VR 200 PR ) 223561 5 e CE A R LN 1k e A R A TAGE I , DT A o TV B 400 P Py et
AR R B DLHOR R .

3.2

BEANBBEEREIFREBEN preimplantation genetic testing for monogenic diseases
TEWEREAE N 5 i 1 X6) JVR A 440 e ) B 2k DR s A% i o e 2 TR A S B AR, AT 6k e U i 4 e 1) iz st
AR FIRES
3.3
BEABIREAREHERHN preimplantation genetic testing for structural

rearrangements

TE R REAE N B J T % S I 400 0 0 % e AR 5 R AT RGN, O T i 7 VR S A4 B 1) G AR 25 M) EEHPIR S
3.4

EMHIEE effective reads

R I BTSSP B R s . X BRI A A M — AL B, B H T T ) (reads)
=,

. ARSCHE AR R R AL MR R, 1 MARER L, 000, 000,
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RIE: YY/T 1657—2019, MEARHE AT YLt iR B Am mbiAs & G2 5 3. 2]
3.5

HEHBEZEFR genome coverage
o 0 N R A R RSN 7 i B DR 2 A () A B G 2 2 B R A 7 1 e K B R LA
[RIE: YY/T 1657—2019, MEAAHEN AT 4 R R AT & CIlF92) 5 3. 3]

3.6

¥IMETR copy number variation

FERIH 5 R A B R B
S ACCAE R RE F BEANTEIMbZE E, IMbAEZE T 000 000 ANIHEE (base) KREHI L.
RYE: YY/T 1657—2019, MEAGHE AT G AR IEBAE ARG TR & G 5 3.4]

3.7

&K mosaicism

FH— ™ S2K SR T B & PR b R P b A 353 A4 o 1D 40 2R L Rl 1 A
3.8

S EFERINZE  allelic dropout rate

o F XU A= F DR 20 7 51 3 Bl N ) AR R B Sl 67 6, AERRAR 70 B A, e A — AN G557 2 R B 408 T A
MR HH A7 5 B

3.9

BWBRAEBISBEIN S informative haplotyping loci
TERARTL T, BB 20X 20 P 2% HAR L 1 PR P R 22 S MR 0

3.10

BWBAEBESEIEO informative haplotyping window
TERARTL A, 1 MbYE N A 24 2 DA AT 3R 2 o AT R 7

4 HERRIE

T F i T T A S

PGT-A: TEHNFTHOAIEEEAZ AN (preimplantation genetic testing for aneuploidies)

PGT-M: & N Hi B KAL) (preimplantation genetic testing for monogenic diseases)

PGT-SR: #1H N AT 4Lk 45 7 EHEAG M (preimplantation genetic testing for structural
rearrangements)

5 FHAREX
51 4

VROl PiE 2 e B, W4, WS A ROE R . SERFININ R, bRiCRIEW, TERER.
5.2 BER=

L [ 2K 22 sl 22 i, 1R SO T R AN 3. 0 %
E: ASCAE R RRAR R B AR — A IR S Ak 225 R WL A, B XS5 s DU 5 R A it
E2: FEXTBUT EEZE MBS G, SR &SRR R ICR AN 3. 0 %.

5.3 AHMBIESMEREAEZRITH
XFFPCT-AZMMT,  ME— LA MR BN AMIRT LM, SERZ 5 R MAVIE T4 %.
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5.4 BAYBEHESBEMSMBYAKESEE OEE

SFFPCT-MEG 04, 7L 1 Mbi BBl A 2820 & 2N R AR AL 23 BT 5
XFFPCT-SRIESA M, 7545 K20 /7 519 BBl N B R AR TR 43 5 111 o bE S AR 98 %.
S WAL TR, L. A XORMEEEE R L Mb KA, oAt XA R e R R

55 FUEEEIAER
FEPGT-MELPGT-SRIER 3 b, 5457 L DR i A1 S AN B 10 %.
5.6 PGT-A. PGT-M, PGT-SR £ RHF& X

KAERSH GBS AT, POT-AZZ5 fh WA H e AR H 53 B0 BOR/ K T4 Mb
(K195 DUBOAE 57, PGT-MZ 25 fiy A H 495 i BOWT HE DY AR 7t (R AR, PGT-SRZ:7% il N At 485 47 e (i (A 5
HARR AR, PRSP G TRAIONFIE.  EIR %SRS SR 7T & AR RIA F100 %

5.7 BEKESERMNEER

K 52 % 5ok Al 5% o PG T-AMR A i 2 % S BT AR, 30 %018k B PR R A RE AR Hy
S REIEFI30 %A b, LB T0 itk A BER) A A RE A L1 2 A 51160 %L I

58 =FEHSERHTEE
K E R 2% ki 225 5 1 =5 S 2 ST, N ASERAS .
59 EEMSERTEE
81 F A) — ik UG ) o B R 23 S a2 2 AT = U SR, = RS U & R 88 R 2
5. 2~5. 8HAHN AN E R ;s 8RB R 5% fhialidih 22 5 b 0 B R 228 SO TR I, A4t A
HFRNIEE]100 %.
6 WL
6.1 53
AL, Bk EIE, FEd L2 Bmrras. IIMER.
6.2 BEERE
RO X 22 el A 25 i, HIE 4 R R BT A5, 2K .
6.3 BHHIEEMEFE AT =S RITH
FEZRS % M 255, BRI GU BEATRI, e 8 R A 65. 3MEK.
6.4 BHEBGERSBN SFEY SRR SEE OEH]
HE X 2% MBS 5, F ARG S I A, e 45 R BAF-&5. 412K,
6.5 F{IEFERRINZE
MEZRZS % HE S5, SEAR G U B ATRN, e s B B 65. 5IIE K.
6.6 PGT-A, PGT-M, PGT-SR &% RFA%

FHE % 225 a2 2% 5  IPGT-AL PGT-M. PGT-SRZ:3% i, &R A & vt B Hak AT, )
E SRR AT 5. 6 EK .

6.7 MREFSERMTER

HEZE 2% S5 P R GAR S5 b, B ARF G B B e, Al g R 2B/
5. THIELKR .,
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M & A
(ZERHYE)
FEBEHENBT— RN 33 AR £l 2% i ER

€ HILER ) IITE SN

[#5 ) SDU-YTH-202410

[HRT Tota ik (DNAFEAS

(&Y A% vE it 2558 R N A = 2 5L BUIDNA, o] H T AR fT—
IR AR I PEREVEAY, o n] 2 3 T REAG RN A Y R BB A5 R (PGT-A)  FRIERDHR (PGT-MD
et AR g i B HE (PGT-SR) HH BEVEAN o 3& FH 7 N A BE A9 3 (WGAD J& , 43 A e il &7 (NGS)
R GE: Hfdog ks 2= M o 5 BATE E ) .

[ZH e Anaieg 1 3L30% /&, 2.5 uL/&, GIETERI IR HDNAFEA (250 pg/ nl) , 21E 14U
FERREIAEA (20 pg/ nLl) , 2B EHNR (PBS) . 5B LEEA. 1.

RA N BERREART— MU AR S E RiFARER

B 5 A AY S A FEAME R HIE

1 AL AEDNA FATES 2 46, XX -

2 AL B DNA HEMSH G 46, XX ISHAREST
3 FEAUEARDNA EEWSHEL 46, XX ISHAES
4 AL AEDNA P25 46, XX -

5 FHUIEEDNA FIPES 25 46, XX -

6 AL HRDNA PGT-AZ % i 47, XY, +15 -

7 LU BEDNA HENESH 47,XY, +15 6SFEARES
8 AL B DNA HEMESH 47,XY, +15 6SFEARES
9 AL ARDNA PGT-A% % i 47, XX, +21 -
10 PR AHDNA PGT-AZ% i 47, XX, +11 -

P _amEn seq[GRCh37]del (13) (q33. 3q34)
1 BUUEARDNA PCT-AZ5 fh chr13:g. 109370001 115070000del 5.7 Mb

F— _amEn seq[GRCh37]del (X) (p21. 1p11.4)
12 BHUHEARDNA PCT-AZ chrX:g. 35760001 41460000del 5.7 Wb

seq[GRCh37]del (X) (p11. 4pl11.3)

v, BRI RADNA POT-AZ% fis chrX:g. 39960001 44010000del 4.05 Mb
14 HLAS 1 HILDNA PGT-SRZ % i 46, XY BTk
15 FEEALL A1 1LDNA PGT-SRZ: % 46, XX, t (4;12) (p12;q23) B REE
16 FEEALL A1 1LDNA PGT-SRZ: % 46, XY, t (4;12) (p12;q23) Ly
17 LA A1 R L DNA PGT-SRZ# [ 46, XX &5
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A1 FEREAR—MLRNEARSE RMEARER (40

B 5 FEAHY 22 h A FEAEE #AE
18 LU IR G DNA PGT-SRZ# [ 46, XX, JEiEHA R REA
19 KL TLDNA S G]BE(NM700400; 2 c. 299 300del R
20 HRAUS ] ITLDNA PGT-MZ % fh GJB2(NM_004004. 6) c. 94C>TH:4A Rz
o1 K441 ] fLDNA - afgz(NM%DOC?49040C4>.Te)/E /; ;9;7300@1 P
0 LR RADNA ——— G]BE(NMﬁOOéLOOéj; 2 c. 299 300del -
23 AP SEDNA RAEESE N seq(X) X 1[0. 71, (15) X 3[0. 3] REFEA
24 B ARDNA REWS %5 seq(X) X 1[0. 7], (14) X 3[0. 3] IRE A
25 FEAVL I JFEDNA REHSHEm seq(15) X 3[0. 3], (21) x3[0. 7] BEFEA
26 B ARDNA =AHESE N 69, XXY XN
27 FEAVLE FEDNA PGT-AZ % 47, XX, +22 -
28 RV FEDNA PGT-AZ % 47, XX, +18 -
29 T EX R Ea{=RaicS -
30 2R HE 2R HE -

E: ZHERUMBSRIES S WK EEAT A
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