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FIREZITHCE Plate count method
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3.2

Mm¥kit#’% Hemocytometer count method
3.2.1

&788 spore content
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3.2.3
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[1] FAO/WHO Specification Guidelines for Microbial Pesticides

(2] Method Validation of U.S. Environmental Protection Agency (EPA)
Microbiological Methods of Analysis
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